(A) Temporal expression of SVP in Col wild-type and co-1 seedlings grown in LDs. Transcript levels were determined by quantitative real-time PCR analyses of three independently collected samples. Results were normalized against the expression of TUB2. Error bars indicate SD. Compared with SVP expression in wild-type plants, its expression remains almost unchanged in co-1. (B) Time course expression of FT, SOC1, and SVP in 11-day-old 35S::CO-GR co-2 grown on MS medium (3% sucrose and 0.03% phytagel) under LDs. Seedlings were mock-treated (M) or treated with 10 µM dexamethasone (D). Transcript levels were determined by semi-quantitative RT-PCR analyses of three independently collected samples. The representative profiles are shown here. Induced CO activity can obviously upregulate FT and SOC1, but has no effect on SVP expression. The presence of 6His-SVP protein and unlabelled competitor DNA is indicated above the panels. Lanes 1 and 3, no protein and no competitor DNA; lanes 2, 4 and 5, 6His-SVP protein and no competitor DNA; lanes 6, 7 and 8, SOC1-CArG1 fragment as competitor DNA; lanes 9, 10, and 11, SOC1-CArG2 fragment as competitor DNA. Non-labeled DNA in molar excess was used as competitor in lanes 6 and 9 (50-fold), lanes 7 and 10 (200-fold), and lanes 8 and 11 (800-fold). 
